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Full-length transcriptome sequences and the identification of putative genes for
flavonoid biosynthesis in safflower
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Summary

Background: The flower of the safllower (Carthamus inciorius L) has been wi
Flavonoids ar the primary bioactive componcats in saflower, and theie biosymihesis has ttracted widespread iferest. Pevious studies mostly used second-gencration se-
quencing platforms (0 survey the putaive flavonoid biosynthesis genes. For  beter understanding of transcripton data and the putaive genes involved in lavonoid biosyr-
thesis in safflower, we carry our sty

Resalts: High-quality RNA was extracted from six types of safflower tssue. The RNAS of diffrent tssues were mixed cquall and used for mltiple sze-fractionsted i-
braris (1-2, 2-3 and 3-6k) library constuction. Five cells were carried (2 el for 1-2 an for 2-3k librares and | cellfor -6k ibraris). 10-43Gb clean daa and 38,302 de-
redundantsequences were capturcd. +1 unique isofors were annotated as cncoding enzymes involved in flavonoid biosyrithsis. The fulllength flavonon genes were char-
acterzed and thei evolutional elaionship and expressiona pattem were analyzed. They can b divided ino cight famlis, with a large diffrences inthe tssue expression.
“The temporal expressions under MeJA trcatment were also measured, 9 genes are significanty up-regulated and 2 genes are significantly down-regulated. The gencs in-
olved in flavonoid synthesis in salower were predicted in ou stdy. Besides,the SR and IncRNA are also analyzed in ur sudy.
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medicine for the ability 10 improve cercbral blood flow.
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